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•  SigH is required 
•  CD2492 has SigH promoter

Saujet et al., 2011 193(13):3186-96
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•  CodY represses sporulation 

•  repression of sinR

•  repression of toxin & nutrient 
acquisition

Dineen et al., 2007 Mol Micro 66(1):206-19
Edwards et al., 2014 Infect Immun 82(10) 
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Sporulation of CD2123 & CD3668 mutants 
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C. difficile Toxin Regulation 
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TcdR expression is higher in the CD3668 mutant 
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Transcription of sigD is increased in the  
CD3668 mutant 
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rstA: regulator of sporulation and toxin 



rstA Mutant Demonstrates Increased Virulence in 
the Hamster Model of CDI  
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rstA Mutant Does Not Produce Higher CFU During Infection 

Fecal CFU at 24 h.p.i. Cecal CFU at T.o.D. 
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Future Directions 

•  Determine the function of rstA in sporulation & toxin 
inhibition 

•  Determine how RstA transcription and activity is 
regulated 

•  Identify other potential regulatory targets for RstA 
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