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Canadian Nosocomial Infection 

Surveillance Program (est. 1995) 

 

Canadian Hospital Epidemiology Committee (CHEC) AMMI-

Canada 

32 members in 9 provinces; 52 hospitals 

12 with LTCFs; 13 adult & pediatrics, 8 pediatric facilities 
 

AND 
 

Health Care-Acquired Infections Division (Ottawa) and  

Antimicrobial Resistance and Nosocomial Infections Lab,  

National Microbiology Laboratory (Winnipeg), PHAC 
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Future of C. difficile typing in Canada? 
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C. difficile Typing Future 

• Currently working with Duncan MacCannell 

(CDC), Ed Kuijper (Leiden U), Mark Wilcox 

(Leeds) to standardize PCR-ribotyping 

 

• Global database for comparing ribotypes in 

Bionumerics 

 

• Future is whole genome sequencing 
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Sequencing Costs Plummet 
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Dice (Opt:1.00%) (Tol 1.0%-1.0%) (H>0.0% S>0.0%) [0.0%-100.0%]
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Dice (Opt:1.00%) (Tol 1.0%-1.0%) (H>0.0% S>0.0%) [0.0%-100.0%]
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Need Standards 

• Bioinformatics tools 

• Warehousing of the data 

• Need more studies with epidemiologic data to 

determine how to interpret the data during outbreaks  

• Need to develop standards for data analysis 

– Core genome only? 

– Rules for filtering out low confidence SNVs 

• Data sharing agreements/data ownership 

• User friendly software package that can quickly do 

the types of analysis and data sharing we need – ie. 

BioNumerics 
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http://arpcard.mcmaster.ca 

The Comprehensive Antibiotic Resistance Database 
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